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Robert A. Edwards, Beltran Rodriguez-Brito, Lindayley, Matthew Haynes, Mya Breitbart, Dean
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Finding novel genes in bacterial communities isolatl from the environment
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Archaea predominate among ammonia-oxidizing prokargtes in soils

S. Leininger, T. Urich, M. Schloter, L. Schwark@Ql, G. W. Nicol, J. I. Prosser, S. C. Schuster, C.
Schleper

Nature 2006 Aug 17;442(7104):806-9

The Marine Viromes of Four Oceanic Regions

Florent E. Angly, Ben Felts, Mya Breitbart, Petat&Bnon, Robert A. Edwards, Craig Carlson,
Amy M. Chan, Matthew Haynes, Scott Kelley, Hong,Lloseph M. Mahaffy, Jennifer E. Mueller,
Jim Nulton, Robert Olson, Rachel Parsons, Stevén&aly, Curtis A. Suttle, Forest Rohwer

PLoS BiologyNovember 2006, Volume 4,Issue 2121-2131

An obesity-associated gut microbiome with increasechpacity for energy harvest

Peter J. Turnbaugh, Ruth E. Ley, Michael A. Mahayalincent Magrini, Elaine R. Mardis & Jeffrey
I. Gordon

Nature, 2006 December 21, vol. 444, 1027-1031

MEGAN analysis of metagenomic data
Daniel H. Huson, Alexander F. Auch, Ji Qi and Stepl. Schuster
Genome Researchpublished online Jan 25, 2007;

A Metagenomic Survey of Microbes in Honey Bee ColgnCollapse Disorder

Diana L. Cox-Foster, Sean Conlan, Edward C. Holi@estavo Palacios, Jay D. Evans, Nancy A.
Moran, Phenix-Lan Quan, Thomas Briese, Mady HorDayid M. Geiser, Vince Martinson, Dennis
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Microbial population structures in the deep marinebiosphere.
Huber JA, Welch DB, Morrison HG, Huse SM, Neal BRiterfield DA, Sogin ML.
Science 2007 Oct 5;318(5847):97-100
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Metagenomic analysis of the microbial community asiated with the coral Porites astreoides.
Wegley L, Edwards R, Rodriguez-Brito B, Liu H, RadwF.
Environmental Microbiology 2007 Nov;9(11):2707-19

Metagenomic and functional analysis of hindgut mioobiota of a wood-feeding higher termite

Falk Warnecke, Peter Luginbuhl, Natalia Ivanovajit&hassemian, Toby H. Richardson, Justin T.

Stege, Michelle Cayouette, Alice C. McHardy, Goa®&jordjevic, Nahla Aboushadi, Rotem Sorek,
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Madejska, Edward Kirton, Darren Platt, Ernest SzAgaf Salamov, Kerrie Barry, Natalia
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Hernandez, Catalina Murillo, Luis G. Acosta, Isielétigoutsos, Giselle Tamayo, Brian D. Green,
Cathy Chang, Edward M. Rubin, Eric J. Mathur, DafRBbertson, Philip Hugenholtz & Jared R.
Leadbetter

Nature Vol 450, 22 November 2007

Bacterial flora typing with deep, targeted, chip-baed Pyrosequencing

Sundquist A, Bigdeli S, Jalili R, Druzin ML, Wall&, Pullen KM, El-Sayed YY, Taslimi MM,
Batzoglou S, Ronaghi M.

BMC Microbiology 2007 Nov 30;7(1):108 [Epub ahead of print]

A New Arenavirus in a Cluster of Fatal Transplant-Associated Diseases

Gustavo Palacios, Julian Druce, Lei Du, Thomas ,T€&mis Birch, Thomas Briese, Sean Conlan,
Phenix-Lan Quan, Jeffrey Hu, John Marshall, JaniffkeSimons, Michael Egholm, Christopher D.
Paddock, Wun-Ju Shieh, Cynthia S. Goldsmith, SkkeriZzaki, Mike Catton, and W. lan Lipkin
New England Journal of Medicine2008;358. This article (10.1056/NEJMo0a073785) puaslished
at www.nejm.org on February 6, 2008.

Phylogenetic classification of short environmentaDNA fragments

Lutz Krause, Naryttza N. Diaz, Alexander Goesma&uutt Kelley,

Tim W. Nattkemper, Forest Rohwer, Robert A. Edwandd Jens Stoye
Nucleic Acids ResearctAdvance Access published February 19, 2008

Microbial ecology of four coral atolls in the northern line islands.

Dinsdale EA, Pantos O, Smriga S, Edwards RA, ARgiWegley L, Hatay M, Hall D, Brown E,
Haynes M, Krause L, Sala E, Sandin SA, Thurber Rilljs BL, Azam F, Knowlton N, Rohwer F.
PLoS ONE 2008 Feb 27;3(2):e1584

Biodiversity and biogeography of phages in moderntsomatolites and thrombolites.

Desnues C, Rodriguez-Brito B, Rayhawk S, Kelleyi@an T, Haynes M, Liu H, Furlan M, Wegley
L, Chau B, Ruan Y, Hall D, Angly FE, Edwards RA,LLiThurber RV, Reid RP, Siefert J, Souza V,
Valentine DL, Swan BK, Breitbart M, Rohwer F.

Nature 2008 Mar 2 [Epub ahead of print]
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Functional metagenomic profiling of nine biomes.

Dinsdale EA, Edwards RA, Hall D, Angly F, Breitbaft Brulc JM, Furlan M, Desnues C, Haynes
M, Li L, McDaniel L, Moran MA, Nelson KE, Nilsson,®lson R, Paul J, Brito BR, Ruan Y, Swan
BK, Stevens R, Valentine DL, Thurber RV, Weglewlthite BA, Rohwer F.

Nature. 2008 Mar 12 [Epub ahead of print]

The Macaque Gut Microbiome in Health, Lentiviral Infection, and Chronic Enterocaolitis.
McKenna P, Hoffmann C, Minkah N, Aye PP, LacknelA, Z, Lozupone CA, Hamady M, Knight
R, Bushman FD.

PLoS Pathogen2008 Feb 1;4(2):e20 [Epub ahead of print]

Pyrosequencing enumerates and contrasts soil micrah diversity

Luiz FW Roesch, Roberta R Fulthorpe, Alberto RSaprge Casella, Alison KM
Hadwin, Angela D Kent, Samira H Daroub, Flavio A@n@argo, William G Farmerie
and Eric W Triplett

The ISME Journal (2007) 1, 283—-290

Survey of bacterial diversity in chronic wounds usig Pyrosequencing, DGGE, and full
ribosome shotgun sequencing.

Dowd SE, Sun Y, Secor PR, Rhoads DD, Wolcott BNhelka GA, Wolcott RD.

BMC Microbiology 2008 Mar 6;8(1):43 [Epub ahead of print]

Metagenomics: Read Length Matters
K. Eric Wommack, Jaysheel Bhavsar, and Jacquesl Rave
Applied and Environmental Microbiology, March 2008, p. 1453-1463, Vol. 74, No. 5

Bacterial carbon processing by generalist species the coastal ocean.
Mou X, Sun S, Edwards RA, Hodson RE, Moran MA.
Nature. 2008 Feb 7;451(7179):708-11.

Genetic diversity and composition of a plasmid metgenome from a wastewater treatment plant
Andreas Schliter, Lutz Krause, Rafael Szczepanowdéixander Goesmann, Alfred Puhler
Journal of Biotechnology, Available online 8 April 2008

Intraspecific phylogenetic analysis of Siberian wdty mammoths using complete mitochondrial
genomes.

Gilbert MT, Drautz DI, Lesk AM, Ho SY, Qi J, Ratdn Hsu CH, Sher A, Dalén L, Gotherstrom A,
Tomsho LP, Rendulic S, Packard M, Campos PF, KeenatTV, Shidlovskiy F, Tikhonov A,
Willerslev E, lacumin P, Buigues B, Ericson PG, @enpré M, Kosintsev P, Nikolaev V, Nowak-
Kemp M, Knight JR, Irzyk GP, Perbost CS, Fredrik&d, Harkins TT, Sheridan S, Miller W,
Schuster SC.

Proc Natl Acad Sci U S A2008 Jun 17;105(24):8327-32.
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Simultaneous assessment of soil microbial communistructure and function through analysis
of the meta-transcriptome.

Urich T, Lanzén A, Qi J, Huson DH, Schleper C, StbuSC.

PLoS ONE. 2008 Jun 25;3(6):e2527.

The metagenome of a biogas-producing microbial comummity of a production-scale biogas plant
fermenter analysed by the 454-pyrosequencing techlogy.

Schliter A, Bekel T, Diaz NN, Dondrup M, EichenlaRpGartemann KH, Krahn I, Krause L,
Krémeke H, Kruse O, Mussgnug JH, Neuweger H, NishguPUhler A, Runte KJ, Szczepanowski
R, Tauch A, Tilker A, Viehdver P, Goesmann A.

J Biotechnol.2008 May 27. [Epub ahead of print]

Insight into the plasmid metagenome of wastewaterg@atment plant bacteria showing reduced
susceptibility to antimicrobial drugs analysed by he 454-pyrosequencing technology.
Szczepanowski R, Bekel T, Goesmann A, Krause Lpiéke H, Kaiser O, Eichler W, Pihler A,
Schluter A.

J Biotechnol. 2008 Jun 10. [Epub ahead of print]

Taxonomic composition and gene content of a methapgoducing microbial community
isolated from a biogas reactor.

Krause L, Diaz NN, Edwards RA, Gartemann KH, Kromék Neuweger H, Plhler A, Runte K,
Schliter A, Stoye J, Szczepanowski R, Tauch A, Gaes A.

J Biotechnol.2008 Jun 20. [Epub ahead of print]

Metagenomic signatures of the Peru Margin subseafto biosphere show a genetically distinct
environment.

Biddle JF, Fitz-Gibbon S, Schuster SC, BrenchleyHiitise CH.

PNAS July 29, 2008, vol. 105, no. 30, 10583—-10588
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