
GS Technology Published Papers: 

PCR Amplicons 

2009/04/30  PCR Amplicons  pg. 1 
 

Sensitive mutation detection in heterogeneous cancer specimens by massively parallel picoliter 
reactor sequencing 
Roman K Thomas, Elizabeth Nickerson, Jan F Simons, Pasi A Janne, Torstein Tengs, Yuki Yuza, 
Levi A Garraway, Thomas LaFramboise, Jeffrey C Lee, Kinjal Shah, Keith O’Neill, Hidefumi Sasaki, 
Neal Lindeman, Kwok-Kin Wong, Ana M Borras, Edward J Gutmann, Konstantin H Dragnev, Ralph 
DeBiasi, Tzu-Hsiu Chen, Karen A Glatt, Heidi Greulich, Brian Desany, Christine K Lubeski, William 
Brockman, Pablo Alvarez, Stephen K Hutchison, J H Leamon, Michael T Ronan, Gregory S 
Turenchalk, Michael Egholm, William R Sellers, Jonathan M Rothberg & Matthew Meyerson 
Nature Medicine 2006 Jul;12(7):852-5. Epub 2006 Jun 25. 
 
The Use of Coded PCR Primers Enables High-Throughput Sequencing of Multiple Homolog 
Amplification Products by 454 Parallel Sequencing 
Jonas Binladen, M. Thomas P. Gilbert, Jonathan P. Bollback, Frank Panitz, Christian Bendixen, 
Rasmus Nielsen, Eske Willerslev 
PLoS ONE, 1 February 2007, Issue 2,e197 
 
High-throughput oncogene mutation profiling in human cancer 
Roman K Thomas, Alissa C Baker, Ralph M DeBiasi, Wendy Winckler, Thomas LaFramboise, 
William M Lin, Meng Wang, Whei Feng, Thomas Zander, Laura E MacConnaill, Jeffrey C Lee, Rick 
Nicoletti, Charlie Hatton, Mary Goyette, Luc Girard, Kuntal Majmudar, Liuda Ziaugra, Kwok-Kin 
Wong, Stacey Gabriel, Rameen Beroukhim, Michael Peyton, Jordi Barretina, Amit Dutt, Caroline 
Emery, Heidi Greulich, Kinjal Shah, Hidefumi Sasaki, Adi Gazdar, John Minna, Scott A Armstrong, 
Ingo K Mellinghoff, F Stephen Hodi, Glenn Dranoff, Paul S Mischel, Tim F Cloughesy, Stan F 
Nelson, Linda M Liau, Kirsten Mertz, Mark A Rubin, Holger Moch, Massimo Loda, William 
Catalona, Jonathan Fletcher, Sabina Signoretti, Frederic Kaye, Kenneth C Anderson, George D 
Demetri1, Reinhard Dummer, Stephan Wagner, Meenhard Herlyn, William R Sellers, Matthew 
Meyerson & Levi A Garraway 
Nature Genetics, Vol 39,Num 3, March 2007, p347-351 
 
Multigene amplification and massively parallel sequencing for cancer mutation discovery 
Fredrik Dahl, Johan Stenberg, Simon Fredriksson, Katrina Welch, Michael Zhang, Mats Nilsson, 
David Bicknell, Walter F. Bodmer, Ronald W. Davis, and Hanlee Ji 
PNAS May 29, 2007 vol. 104 no. 22 p9387–9392 
 
DNA bar coding and pyrosequencing to identify rare HIV drug resistance mutations 
Christian Hoffmann1, Nana Minkah1, Jeremy Leipzig1, Gary Wang1, Max Q. Arens3, Pablo Tebas 
and Frederic D. Bushman 
Nucleic Acids Research Advance Access published June 18, 2007 
 
Characterization of mutation spectra with ultra-deep pyrosequencing: Application to HIV-1 
drug resistance 
Chunlin Wang, Yumi Mitsuya, Baback Gharizadeh, Mostafa Ronaghi and Robert W. Shafer 
Genome Research published online Jun 28, 2007 
 



GS Technology Published Papers: 

PCR Amplicons 

2009/04/30  PCR Amplicons  pg. 2 
 

Ultradeep bisulfite sequencing analysis of DNA methylation patterns in multiple gene promoters 
by 454 sequencing.  
Taylor KH, Kramer RS, Davis JW, Guo J, Duff DJ, Xu D, Caldwell CW, Shi H. 
Cancer Research, 2007 Sep 15;67(18):8511-8   
 
Massively parallel bisulphite pyrosequencing reveals the molecular complexity of breast cancer-
associated cytosine-methylation patterns obtained from tissue and serum DNA 
Korshunova Y, Maloney RK, Lakey N, Citek RW, Bacher B, Budiman A, Ordway JM, McCombie 
WR, Leon J, Jeddeloh JA, McPherson JD.  
Genome Research. 2007 Nov 21; [Epub ahead of print]  
 
Role of PSIP1/LEDGF/p75 in Lentiviral Infectivity and Integration Targeting 
Heather M. Marshall, Keshet Ronen, Charles Berry, Manuel Llano, Heidi Sutherland, Dyana Saenz, 
Wendy Bickmore, Eric Poeschla, Frederic D. Bushman 
PLoS ONE  December 2007, Issue 12, e1340 
 
Species detection using environmental DNA from water samples. 
Ficetola GF, Miaud C, Pompanon F, Taberlet P. 
Biology Letters 2008 Apr 9. [Epub ahead of print] 
 


